
The Workbench is designed to suit your day-to-day breeding operations, ensure coherent presentation of data from both local and              
centrally shared sources, and clearly differentiate folders and the items within them. It is the user interface from where you can launch 
all breeding tools and access associated crop databases. From the workbench’s homepage, you will get an overview of your projects 
and their contents, with direct access to specific items in a specific project. The homepage is also where you can create new projects, 
and browse and open previously started projects. It will let you administer projects and their components, members, breeding locations 
and methods, and the templates used in breeding processes. The Workbench runs in a web browser, but a connection to the Internet is 
not required.  

 
 
 

BMS  
Workbench 

Description Development 
phase 

What’s new Related support tools 

User interface to launch all breeding tools 
and access associated crop databases. 

Stable version  Streamlined user interface 

 Greater configurability 

 Menu navigation  

 Improved templates for breeding processes 

www.integratedbreeding.net/159/
training/access-bms-tools  

ibp@cgiar.org 

Once you open 
a  programme,  
a dropdown 
menu navigator 
is available at 
all times to 
switch across 
all BMS tools. 

Navigation 
trees designed 
to provide 
access to 
germplasm 
lists, nurseries 
and trials in a 
flexible way. 

Create,  

drag and drop, 
and rename 
projects and 

folders.  

Display            
summary of 
nurseries and 
trials within a             

program. 

Bird’s eye view of 
all  programmes:  
click and view 
relevant  
information  
directly. 
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